Crassostrea—gigas_ EKC28235 T-box-brain—protein—1

Pinctada—fucata_pfu5110-102705t1_NONE
100 100 —Ptychodera—flava_PF12118-t1_NONE
73 L————Saccoglossus—kowalevskii_Sakowv30002752_NONE
100 43| Strongylocentrotus—purpuratus_SPU025584-tr SP-TBR-Uncharacte
Acanthaster—planci_oki20-22_NONE
100 —
100 -
Homo-sapiens—-E102_ENSTO00000177694.2_TBX21-T-box-transcripti
86 100 ——Homo-sapiens-E102_ENST00000449599.4 EOMES-eomesodermin
98 L——Gallus-gallus—E102_ENSGALT00000042658.4_EOMES-eomesodermin
50 Homo-sapiens—E102 ENST00000389554.8 TBR1-T-box—brain—transc
allus—gallus—E102_ENSGALT00000067150.2_TBR1-T-box-brain-1

Acanthaster—planci_oki58-6_NONE

59 Crassostrea—gigas_EKC28765_Brachyury—protein
100 Drosophila-melanogaster FBtr0332070_byn—brachyenteron—DBNLI

24
74 = 28
100

31 N

— 85 Strongylocentrotus—purpuratus_SPU013015-tr_ SP-BRA-Uncharacte

»Acanthaster—planci_okil5-190 NONE
10 100 gu———Ptychodera—flava_PF18670-t1_NONE
E— Saccoglossus—kowalevskii_Sakowv30011577 _NONE
(00", Branchiostoma—floridae—rs XP035687366.1 118423359-T-box-transcription—factor—T—homolo

47

100

100 gre=
54 G
100 Homo-sapiens—E102_ENST00000367821.8_TBX19-T-box-transcripti
q6 S5 2 [ lUs—gallus—E102_ ENSGALT00000024597.4 TBX19-T-box-19

Homo—sapiens—E102 ENST00000366876.7 TBXT-T—box—transcriptio
G allus—gallus—-E102_ENSGALT00000018726.5 TBXT-T-brachyury—-tra

40

96

97

100

61 21 Acanthaster—planci_oki84-25 NONE
47I
Caenorhabditis—elegans_H14A12.4 mls—1-T—-box-transcription—fa
100, Drosophila—melanogaster_FBtr0076522_Docl-Dorsocross1-DBNLIN
11 28 ' Drosophila—melanogaster FBtr0076547 _Doc2-Dorsocross2—-DBNLIN
94 Caenorhabditis—elegans_T27A1.6_mab-9-T-box—protein—12
100 | Acanthaster—planci_okil69-35_NONE
' Pinctada—fucata_pfu26—-120078t1_NONE
100 ——Homo-sapiens—E102_ENST00000405440.7_TBX5-T-box-transcriptio
— 81 L—Gallus—gallus—E102_ENSGALT00000013434.6_TBX5-T—box-5
Crassostrea—gigas_ EKC20476_T-box—transcription—factor-TBX2
91 100 —
86 L
47 100 —Ptychodera—flava_PF18712-t1_NONE
L Saccoglossus—kowalevskii_Sakowv30012255 NONE

80 Caenorhabditis—elegans_ F21H11.3.1 tbx-2-T-box—protein-2
87 o6

100

82—
80 L

97I Strongylocentrotus—purpuratus_ SPU023386-tr_ SP-TBX2-3-Unchara
73 Ptychodera—flava_PF10086-t1 _NONE
69 Drosophila—melanogaster FBtr0331162_bi—bifid-DBNLINE-60
100 ——Pinctada-fucata_pfu930-101250t1_NONE
0.1 L_Crassostrea—gigas_ EKC26469 T-box-transcription—factor-TBX2




